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MRNA: ~193 Million reads with an 83%-90% mapping rate
Small RNA: ~85 Million reads with an 83-90% mapping rate



Distinct Profile of Male Ovary-like Tissue

o g Ovary-like
' —___ lestis
o T3 [~ 398
o ' T2 \ .
£ 200, Ovary-like
= T 319
g oVvT1
3\: 0.0 \ ov7)T2 @
& ovi~-. Qvary OV 532 360
S /e
Q200 5 .
. ovz Testis Ovary
ov3
2 ’ /y Overlap of top 10%
-35.0 -175 0.0 17.5 35.0 525 70.0 most abundant genes
PC1: 74% variance in each tissue

* Expression profile of male ovary-like tissue is highly distinct from functional gonad



Divergence in Transcriptome Expression

Ovary-like vs Testis
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» ~24% of the transcriptome was differentially expressed
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* Bigger difference between Ovary-like to either functional type vs Testis to Ovary



A Distinct Set of Genes Define Male “Ovary”
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* Only a handful of genes related to gametogenesis are outliers



Gene Ontology Analysis
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Genes of Interest
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 Male ovary-like tissue is a source of hormone biogenesis



Genes of Interest

Herpin and Schartl. 2011 Current Biology
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* Early, fundamental disturbance of sexual development



Single base insertion in DMRT1

Chr7:65,738,507-65,742,866
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G-insert (frame shift), present in all individuals

alignment

 Asingle “G” insertinto misannotated part of DMRT1 exon 2
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Allele creates a frameshift that disruption TAD
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 The mutated protein appears to retain DNA binding but will not be able to activate target genes



Conclusions and future research

« DMRT1 allele is observed in all (5) public genomic (2) or transcriptomic
data (3)

» Selection for: aggressive mating behaviors?, production of “higher quality”
sperm?, earlier maturation?

* Need population-level screening for frame-shift allele
« Do extant Bahamian and pre-decline museum specimens have ovotestes?
* Do males of the other 4 sawfish species have ovotestes?
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Thank you!

Questions?




A. mMiRNA C. piRNA-curation E. piRNA-classes
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